AU BRI 2018 4F 11 H 4 34 &5 6 1Y)

— 578 — J Nanjing Univ Tradit Chin Med Vol.34 No.6 Nov. 2018

EREZFZEZINEESESEFEESZ|T/IR SIRT1/
FoxO1 {5 518 g /Y &2
A, HEB . FRA,BRS,E2R L, EHRELLER AT A

(LA B2y K250 =R IR EE 22 B, 198 RE AT 210028 ;2. 79 & H B 25 K 2= Wt 8 A N i P S B L YT 05 AR 2210093 .M Bt Hp
ER¥FMRPRELSSER.ILH M 210028)

HE.BH MABRELEITEHEHEFHE EIHK DA SIRTL/FoxOl 2 5@ %0 %vh R L AR S S Z IR
HRAAE R ALH . Fik Al C57BL/6) 'wam;ﬂcfs,/\ﬁi”“éﬂ,mﬂa#;%ﬁéﬂ BARE T & AR F 4, oA 5 BR 20 BB A
Mw, EFAFGRERATFARORAKR. LAEAT L AH . 25 HF 8 A, PRAMEDRKRE oM b=
B, JF it L HOMA-IR Z A0 oL AF AR 28 4% HE ¥ &, 3% 4 B T 0 AR 1 0L ; Western blot # @l SIRT1/FoxO1 45 5@ % % 2% 4
Ak A2JE ;qPCR M I 128 SIRT1.FoxOl 9 mRNA w9k ik, &R R SEEA AL, ERFZEZE N TH DA HE
JiE H ok =8 R B EKFEA HOMA-IR 3 B F B (P<<0.0D); FIEBE N B 7, BHRERE H & F 5 48 40k 45 5) 5 20 47
M A R AR B A A H R k4% 5] B4 SIRT1 mRNA R A4 & AL 2090 B 3% Ae (P<{0.05); 55 E % T B
AR, & ML A 48 SIRT1.PPARY & & & A K F 81 B BAK (P <<0.05~0.01) ,acely-FoxO1 . FABP4 & & % ik K F 7 & (P <
0.01), 254 F )& , &40 SIRT1.PPARY & & & ik K F 9 2 4 & (P <T0.05~0.01) s acely-FoxO1 . FABP4 % & & i& B Ak (P <<
0.05~0.01), &t BARXZEFHTR@ET LA SIRTL £k, Y FoxOl TBALK T, 5k & FF MM 8B £ K,

FER B ARG Mk B F R SIRT/ FoxO1 42 5 i %

hE S :R285.5 XHRARARRD : A XEHS 1672 -0482(2018)06 - 0578 - 05
DOI:10.14148/j.issn.1672-0482.2018.0578

The Mechanism Exploration of Gegen Qinlian Decoction on Hepatic Insulin Resistance Through SIRT1/FoxO1 Pathway

SUI Miao'* , CHEN Guo-fang® , MAO Xiao-dong® , WEI Xiao®, WU Bo' , HUANG Hui', FAN Yao-fu’" , LIU Chao*"
(1.The Third Clinical Medical College, Nanjing University of Chinese Medicine, Nanjing, 210028, China; 2. Xuzhou
City Hospital of TCM Affiliated to Nanjing University of Chinese Medicine, Xuzhou, 221009, China; 3. Affiliated Hos-
pital of Integrated Traditional Chinese and Western Medicine, Nanjing University of Chinese Medicine, Nanjing, 210028,
China)

ABSTRACT: OBJECTIVE To study the influence of Gegen Qinlian Decoction (GGQLD) on SIRT1/FoxO1 signaling pathway
in high-fat-induced insulin resistance mice and its mechanism in improving hepatic insulin resistance. METHODS Except those
in the normal group, male C57BL/6] mice with insulin resistance were established by feeding high fat diet. Then mice were
randomly divided into five groups: high fat diet group, and the four groups treated with low dose of GGQLD, high dose of
GGQLD, positive medicine (Pioglitazone), GGQLD combined with Pioglitazone, respectively. The control group was given e-
qual volume of sterilized water, and the others were given corresponding drugs for 8 weeks. Animals were examined for weight
gain, blood glucose and triglyceride. HOMA-IR was calculated. The lipid deposition in liver tissue was detected by HE stai-
ning. The protein expression of SIRT1/FoxO1 signaling pathway were detected by Western blot. SIRT1 and FoxOl mRNA
expression were detected by qPCR. RESULTS Compared with the high fat diet group, the body weight, triglyceride, insulin
level and HOMA-IR of each group were significantly lower (P <C0.01). Liver pathology showed that the liver vacuolation of
various doses of Gegen Qinlian Decoction groups and pioglitazone group decreased significantly. The mRNA expression of
SIRT1 in these treatment groups were higher than those in the high fat diet group (P <(0.05). Compared with the control
group, the protein expression of SIRT1 and PPARY in the high fat diet group was significantly decreased (P<C0.05, P<Z0.01)
and the protein expression of acely-FoxO1 and FABP4 increased (P<C0.01). After treatment, the protein expression of SIRT1
and PPARY increased significantly (P<C0.05, P<C0.01), and the protein expression of acely-FoxO1 and FABP4 decreased (P
<C0.05, P<<0.01). CONCLUSION Gegen Qinlian Decoction can inhibit acely-FoxO1 and improve hepatic insulin resistance
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by activating SIRT1/FoxO]1 signaling pathway.
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